Chra ) Zm-CACTA-181 4
r
et
woenn EOTIIE-SH——O--H-H- OI8O
=
b Zm-PIF-686 4
Chr 6
Genes, NCBI Zea mays Annotation Release 102.20200423 oy 30 100 x
NP_gB1132858.2 < KW — 0 10011393862
—
MR ss4701 @ po22631201 |
e Sequencing Project 100 x
- < < < I S 2EAE 73 20000014
Zea mays Annotation Release 102 - log base 2 scaled 00 x
— )
RNA-seq intron features, aggregate (filtered), NCBI Zea mays Annotation Release 102 100x
e b -
12 4 [
T s T =
[
Chr1 13 Os-Mariner-4 4
D Srcomsar QA [@)m = 2 Rrwons | Qvadss ¥ Cowrtosds &
e
—t

chrs =

S11 Fig. Expression of Pack-TYPE TEs in maize and rice.Screenshots taken from NCBI Genome
Data Viewer browser showing gene annotation and RNA expression from aggregate RNAseq
experiments (analysed by NCBI) at specific Pack-TYPE TE example loci illustrated in Fig 4, Zm-
CACTA-181 (A), Zm-PIF-686 (B), Os-Mariner-4 (C) and Zm-hAT-TL35758 (D). The approximative
locations of the Pack-TYPE TEs annotated with packFinder are represented with a yellow box on top
of the tracks. In the bottom track are shown intron splicing events (with supporting RNA-seq reads).
With red rectangles are highlighted intron splicing events occurring between RNA transcribed from the
Pack-TYPE TE sequences and remaining exons of the same gene, if present.



